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Allelic Discrimination

Service Title Genotyping

Workflow Code PCR_AS
Analyse single nucleotide polymorphisms (SNPs) in an end
point fashion using purpose-designed Tagman genotyping

Short Service Description assays.
Base Price (Price per unit) Price on enquiry

1 working day (per 768 reactions post sample and reagent
Turn Around Time delivery)

Detailed Description and background

The CPGR has been running ABI Tagman genotyping assays for over 5 years. The ABI library includes over
4.5 million SNP assays, including 3.5 million HapMap SNPs, 70,000 cSNPs and 160,000 validated assays.
The validated and guaranteed TagMan® SNP Genotyping Assays make it easy to perform SNP genotyping
studies with precision.

Service Details
Tagman genotyping assays are purchased singularly for each SNP under investigation and each assay is
able to perform at least 250 reactions. Customized assays can be developed to study any SNP in any
organism. The workflow includes master mix preparation and real-time quantitative PCR on the 7900HT
utilizing the 384-well plate format and offering optional fast real-time PCR capability. The sophisticated SDS
software package provided with all Applied Biosystems® Real-Time PCR Systems facilitates experimental
setup, data collection, and assay performance analysis. The SDS software uses an advanced
multicomponent algorithm to calculate the distinct signal contribution of each allele of a marker from the
fluorescence measurements of each sample well during the assay plate read.

Service Deliverable
Report includes the QC quality gate results, the raw data and an analysis report. Bioinformatic analysis and
interpretation of data is optional.
Sample Submission Info

From 1 to 384 reactions may be processed in a single run on each 384 well plate. Each assay kit is able to
perform at least 250 reactions and each sample is run in triplicate. Concentrations of DNA per reaction
required is a minimum of 5ng in 3uL for effective clustering of the data.DNA must be proven good quality
with 260/280 ratios of 2.
Pricing Details Price on request

genotyping. Tagman assay. gPCR RT-PCR. Genomic

DNA.SNP Single nucleotide polymorphism. Personalized
Key Words medicine. Biomarker discovery.

Institute of Infectious Disease and Molecular Medicine, UCT,

Faculty of Health Sciences, Wernher and Beit Building, Level

2, Lab S2.09, Anzio Road, Observatory, Cape Town 7925,

Sample Shipping Address South Africa
Bioinformatics. Sample Preparation. Microarray. Biomarker
Related services profiling

Physical Address: Institute for Infectious Diseases and Molecular Medicine, Faculty of Health Science, UCT
Wernher & Beit Building, Lab S2.09, Anzio Road, Observatory, 7925.
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